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TOM TAT: Rét it cong trinh nghién ciru vé hai mién & ving bién Viét Nam lién quan t6i thanh
phin lodi, phan b vA tiém n¥ing sir dyung, d4c biét, chua c6 nghién ciru ndo & mirc 44 sinh hoc phan
ur. C4c chi thj phin nr nhu gen ribosome 18S va 28S di dugc Iua chon dé phin tfch sy phat sinh
chung loai, phin logi va da dang sinh hoc cua hai mién. Trong nghién ciru ndy. doan DNA kich
thude 559-561 bp mén gen ribosome 18S dugc phan 18p tir 6 mau hai mién Bremna variantia,
Nlphaies sxp Erylu.v sp.. Mycale laevis, Dictyonella pelligera va Hyrtios erectus thu thap tai khu
bao tdn bién Dao Cén Co. Két qua phén tfch minh nr nucleotide cua cdc doan rDNA 18S cho lhay 6
miu bai mién 6 46 rwong dong nr 88,2-96.8% va tir 99.3- 100% gn'xa mau hai mién véi trinh nr
thuge lo2i rwong img da dang ky trén Ngan hang Gen quoc [ dnng théi the hién sur da hinh
nucleotide gitta c4c loAi nghién ciru véi 96 diém sai khdc.

Ttr khéa: Hai mién, chi thy phan tir, rDNA 188, déo Con Co.

MO DAU

Nginh dgng vét Than 15 (Porifera), hay
thudmg goi 12 hai mién, Ja mét trong nhimg lodi
dong vat bién ¢6 su da dang cao [12]. Hai mién
ciing 13 nhém sinh vat bién rat c6 gi4 trj do chira
nhiéu hop chit méi mang c4c hoat tinh sinh hoc
lién quan t&i y-duge nhu hoat tinh khang sinh,
irc ché thin kinh hay min dich, gidm dau,
khdng u va khdng virus [4]. Van et al. (2013)
[12] da ghi nhan khoang hon 8.400 loai hai
mién, chia thanh 4 16p, trong d6. lop
Demospongme (Sollas, 1885) l1a i6p da dang
nhat, chiém 161 80% sé loai hai mién duoc biét
cho t6i nay.

Phin 16n h¢ théng phén loai hai mién duoc
xdy dyng dya vio djc diém hinh thdi by khung
skeleton trén co s cdc cong trinh duoc xuat ban
tir nhimg lhé ky trudc {6]. Tuy nhlen do hai
mién c6 cau tric don gnan nhung rét da dang,
tham chi mét lodi c6 the cé nhiéu dang hinh théi
ty theo méi trudng sng, vi viy. viée dinh loai
theo hinh théi van gap nhiéu khé khan. Gan day,
céc nha khoa hoc da két hop céc dac diém sinh
hoc khdc vao h¢ thong phan loar hai mién nhu
dic diém sinh hoc phin tur. héa sinh... trong d6.

c4c chi thi sinh hoc phan wr (DNA markers) da
duge sir dung ¢ cdc mirc d§ khdc nhau dé tim
hiéu qu4 trinh phdt sinh ching loai, nghién ciru
mdi quan hé trong v gitra cdc lodi. Chi thj phin
tr da c6 nhiéu déng gép quan trong trong v1w
phdt hi¢n nhimg loai mai, loai khé phan biét v¢
hinh thdi ciing nhu lam séng t6 m&i quan hé
chung loaj ctia hai mién [11]. Nhin chung, c6 ba
nhém chi thy phin ar nhu sau: i) trinh w rén
nbosome DNA: 18S. 28S, ving ndi thir nhat vi
thir hai: ITS-1 va ITS-2 (intemal transcribed
spacer) gilta cdc gen 18S: 5,8 S va 28S rRNA;
1) tinh v DNA ty thé goém gen COI
(cytochrome oxidase subunit 1} va toin b h¢
gen Gi thé va i) trinh fy cdc gen gilr nha
(nuclear housekeeping genes) [8.9].

Nhimg ng}uen ciru vé hai mién & bxén Viéy
Nam con rat it. Cho den nay, chi ¢6 mt sé cong
trinh md ta vé thanh phan loai hai mién khao sdt
tai khu vue bién, dio thugc vinh Ha Long va
vinh Nha Trang {1-3] Hooper et al. (2000) |5]
da xdc dinh c6 khoang 161 lo3i hai mién & ba
bién cua Viét Nam, trong d6, c6 106 lodi duoc
xdc dinh @n khoa hoc & mirc d¢ loai. Dya trén
co s cdc 1ai licu da cong 06 1 nam 1952 dén
nay. Thai Minh Quang (2013) (7] di lhono ké
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tdng cong 299 lodi hai mién thudc 124 gidng,
65 ho, 18 bd va 4 16p duoc ghi nhin c6 mat tai
Viét Nam, chir yéu kho st & khu vire bién vinh
Ha Long va vich Nha Trang. Lép
Demospongiae chiém 94% véi 281 lodi thuge
46 ho, 12 b, trong d6 181 loai dugc dinh tén
khoa hoc & mirc dd loai (7).

Ving bién xung quaoh béao Cén Co (tinh
Quing Tri), véi bé sinh théj dién hinh cia viing
bién nhiét A1 véi c4c ran san hd duoc ddnh gid
12 m{t trong nhimg ving c6 mic d§ da sinh hoc
cao cia Viét Nam. Trong nghién ciru ndy, 6 loai
hai mién phan tich da dugc thu thip & khu virc
bién Pao Cn C, x4c dinh thuéc 6 glong (ho),
5 by va déu thuéc 16p Demospongiac. Doan
DNA trén gen ribosome 18S (rDNA18S) cua 6
mau hii mién dugc phan 13p, xdc dinh trinh tr
nucleotide va so sdnh mirc d§ da hinh. Pay ciing
1a nghién ciru déu tien vé sinh hoc phén tir déi
v6i hai mién tai khu vuc bién déo Cén C6 va &
Viét Nam. Két qué nghién ciru g6p phén ddnh

gid da dang sinb hoc hai mién tai khu bién Dio
Cén Cé va tao co s dé dinh loai hdi mién bang
chi thi phén tr tai Vit Nam.

VAT LIEU VA PHUONG PHAP NGHIEN COU

Miu hii mién nghién ciu

Cic miu hai mién dugc thu thip st dung hé
thiét bj lin SCUBA & 46 séu tlr 5-8 m vdo thing
5/2012 121 khu bao !on bién Pao Cén Cs, tinh
Quang Tri. Cic miu nghién ciu dugc céc
chuyén gia thugc Vién Tai nguyén va Maéi
trudmg bién, Vign Hai duong hoc Nha Trang,
Vién Han 1am Khoa hoc va Céng nghé Viét Nam
xdc dinh tén khoa hoc dua vao phén tich hinh
théi; cdc tiéu ban dugc luu gilr tai Vién Héa sinh
bién, Vién Han 14m KH & CN Viét Nam. Danh
sdch cdc mau nghién ctru va toa d¢ noi khdo sét
thu mAu durge 11é1 ké & bang 1. Cée miu duge rira
sach véi nudc cat va bio quén trong d4 lanh trén
tau, sau d6 bdo quan lau dai & -80°C.

Bang 1. Danh sdch mau hai mién nghién ciru va toa dd thu miu

STT Toa d) thu méu Tén va ky hiéu mau
1 17°09'07"N-107°19'35"E Mycale laevis (CC12), Erylus formolus (CC48)
2 17°0929"N-107°20'53"E Biemna sp. (CC13)
3 17°09'04"N-107°2039"E Hyrtios eretus (CC34), Niphates sp. (CC46),

Dictyonella pelligera (CC40)

Phuong phap tach chiét DNA

Phuong phdp tdch chiét DNA duge tién
hanh theo Tran et al. (2013) [10]. Chét lugng
DNA long 6 dugce kiém tra béng di¢n di trén
gel agarose 0,8%.

Phuong phép nhan bin doan DNA dich va
x4c dinh trinh ty DNA

Nhin ban ving DNA dich wén 185 tDNA
bing ky thudt PCR véi cap mbi thiét ké trén co
5o trinh tr 18S rDNA cuia céc loai nghién ciu
da duge dang ky rén ngdn hang Gen qudc 1é.
Thanh phan phan ung PCR nhur sau: 2 pl (ca.
10-20 ng) DNA long $6; 2 5 mM MgCl,, | mM
dNTPs, 10 pmol moi mbi loai va 1 Unit Tag
DNA polymerase, long thé tich 25 pl. Chu ky
nhigt: 94°C/3 phit; 30 chu ky (94°C/30 gidy,

55°C/30 gifly va 72°C/1 phit); 72°C/8 phiit. Sin
phdm PCR dugc dién di kiém tra trén gel
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agarose 1,5%, tinh sach str dung QIAquick PCR
Purification Kit (Qiagen, CHLB Bic) va duge
xdc dinh trinh ty hai chidu xudi/nguoc
(Macrogen Inc., Han Quéc).
Phan tich trinh tw

Ciéc trinh ty doan DNA nghién ciu dugc
phén tich va so sdnh véi cée trinh or rDNA 18S
cia hai mién di cdng bé én ngan hing gen
qudc té (GenBank) béng cong cu BLAST, xdc
dinh mirc d6 tuong déng (%) bing phin mém
Lasergenc 7.0 va DNAMAN 4.1.5 (Lynnon
BioSoft, Hoa Ky).
KET QUA VA THAO LUAN
Phan lap va xéc dinh trinh tr doan DNA trén
gen ribosome 18S ciia cic miu hii mién
nghién ciru

Dua vao co so dit liéu vé trinh ry nucleotide
irén GenBank, cap moi 18S-F (5'-GGCAGC



Nghién ciru trinh or doan DNA chi thi

AGGCGCGCAAATTAC-3')/18S-R (5'-AACT
TTCGTTCTTGATTAAT G-3') d& dugc thié
ké dac hi¢u dé nhdn ban doan DNA c6 kich
thudc khoang 560 bp trén gen ribosome }8S &
hal mién. Két qua kiém tra san phim PCR cho
thiy, céc bing DNA déu c6 d¢ dic hiéu va cé
kich thude khoang hon 500 bp, tuong ty nhu
tinh 104n 19 thuyét (inh 1). Nhu vy, cdc doan
DNA dich trén gen ribosome 18S ctia 6 mau hai
mién da dugc nhan ban thanh céng. Sau khi tinh
sach v xédc dinh trinh tu nucleotide, cdc doan
DNA nhin ban c6 kich thuée 559 bp hoic 561
bp va c6 dd tuong ddng tir 88,2% dén 96.8%
(bang 2).

Hinh I. Két qua dién di san phdm nhén ban doan
rDNA 18S tir c4c miu hai mién nghién ciu

Bdng 2. Mirc 4§ tuong déng (%) gitra trinh ty nucleotide caa cdc doan TDNA 18S phin ldp w 6
mau hai mién nghién ciru va céc trinh ty tham khéo tuong img

T:‘;'h T 2 3 4 5 6 1 8 9 10 . n
1 29238

2

3 962 9,1 N

4 962 961

5957 955 968 968 [ 6

6 961 959 966 966

7 925 923 936 936 916 919 N 100

8 925 923 936 936 916 0919

9 932 930 953 953 939 939 934 934 99,6

10 936 934 957 957 943 943 934 934

11 889 889 900 900 898 898 907 907 893 893 99,3
12 882 882 893 893 89,1 891 900 900 886 86 [P

Ghi chi: 1. Biemna variantia C13; 2. Biemna vartantia KC901961; 3. Dictyonella pelligera CC40;
4. Dictyonella pelligera GQ466057; 5. Erylus sp. CC48: 6. Erylus formosus KC902118; 7. Hyrtios
erecius OC34; 8. Hyrtios erectus KC902209; 9. Mycale laevis CC12; 10. Mycale laevis HQ709350;
1 1. Niphates cf. erecta KC902280; 12. Niphates sp. CC46.

Phén tich trinh ty doan DNA nghién ciru va
cAc trinh ty trong dmg trén Ngan hang Gen
qu6c té (GenBank)

Phan tfch trinh nr nucleotide cua doan
rDNA 185 phan lgp tir cdc lodi hii mién
nshién curu cho thily cdc trinh tr ¢é dé wong
dong cao véi trinh ty tuong img cia cdc lodt
hai mién di duge cong bo trén Genbank (99.3-

100%), diéu ndy khiang dinh su phi hop
gilta phan tich binh thdi v phan tfch chi thj
phan tr 1a rinh ry DNA trén gen ribosome [8S
(bang 2). Téng cong c6 96 dicm da hinh giira 6
giong Erylus, Hyrtios. Mycale, Biemna.
Niphates vi Dictyonella, irong dé. c6 2 dot
bién thém hodc bét nucleotide vA 94 dot bién
thay thé (hinh 2).
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B variaacia

Bwma varsasss
Bamsa varsantia E90186
o,

asiis £0301961
Bsocyosetla pallioera SCA
Diacysnella palitgare BHEGIT

Blema varsancia oe13

Bramsa viriantis TC9O1361 .

Dlobromlia pelltars ccc
Eyooalla pelligers OQ44EEST

Hinh 2. Két qua phan tich da hinh trinh ty nucleotide cia cdc doan rDNA 18S
phan 13p tir cic m3u hai mién nghién ciu véi rinh ty twong img
cong bé trén GenBank (tén lodi vi mi s trinh ty k&m theo)
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Nghiép ciru minh ir doan DNA chi thj

Bang 3. Danh séch céc trinh ty tham khao wén ngin hang GenBank

STT Tén lozi Ma s6 trén GenBank
1 Acanthella cavernosa KC902194
2 Acanthostrongylophora ingens DQ927318
3 Axinella rugosa KC902233
4 Biemna fistulosa FR819688
S Biemna variantia KC901961
6  Corallistes sp. AY737636
7 Dictyonella pelligera GQ466057
8  Erylus formosus KC902118
9 Hyrtios erectus KC902209
10 Mycale alagoana KC902177
11 Mycale laevis HQ709350
12 Neofibularia hartmani KC901997
13 Neophrissospongia microstylifera KC902026
14 Niphates cf. erecta KC902280
15 Niphates sp. DQ927312
16  Perrosia sp. DQ927320
17 Phakellia ventilabrum KC901915
18 Rhabdasirella globostellata KC902160
19 Sigmaxinella sp. KC902208
20 Stryphnus ponderosus KC902126
21 Thorectidae sp. KC502294
22 Topsentia sp. KC902339

Dbi véi gibng Mycale, da hinh trinh ty coa
doan rDNA 18S tir c4c loai da cong bb thuge
gibng nay duoc phan dnh & cdc diém sai khdc
dic tnung & mirc d6 gidng va mirc d¢ lodi khi so
sdnh trinh ty TDNA 18S phan 1ap duoc tir miu
Mycale laevis (CC12) v6i 34 trinh ty tuong img
phin lip tr cdc lodi thudc gibng Mycale
(Genbank). Poan trinh tur rDNA 18S phin lap
tr mdu Mycale laevis (CC12) vA trinh nr twong
img & lodi Mycale alagoana c6 sai khic ¢ vj tri
nucleotide 103 (T-C) so véi c4c loai khdc trong
gléng Mycale va céc glong khdc. Trinh nr cia
gibng Mycale c6 7 diém sai khdc dac trung so
véi cdc gibng Erylus, Hyrtios, Biemna,
Niphates. Dictyonelia 1at céc vi tri 232, 249.
280, 407, 408, 422 va 511 (hinh 2). Xét vé d§
tuong dong trinh y nucleotide, mau Mycale
laevis (CC12) gin gui nhit véi lodi Mycale
laevis HQ709350. v&i 2 diém dot bién thay thé
1ai c4c vj tri 272 (T-C) va 365 (T-C). trong d6
dot bién thay thé & vi tf 272 twong tw &
Mymlz sp. (KC762712) vi tri 365 tuong v &
Elung Hyrtios vA gidng Niphates. Ngoai céc
diém da hinh dic tumg theo timg gibng v lodi,

cdc diém dot bién khdc xudt hign & trinh ty cua
c4c miu phén 1ap duge cho thdy ¢6 sy da dang
sinh hoc cla loai hai mién theo viing dja ly phén
bd. Loai Hyrtios erectus (CC34) cé trinh ty gen
18S phién 13p duoc tuong d?)ng 100% so v&i cdc
lodi Hyrtios erectus (KC902209), Hyrtios altus
(KC902007), Fasciospongia sp. (KC901964) va
Thorectidae sp. (KC902294) trong cing ho
Thorectidae. Tuong ty, trinh nr phan 13p nr loar
Dictyonella pelligera (CC40) tuong déng 100%
s0 vGi cdc lodi  Dicryonella pelligera
(GQ466057), Aunella rugosa (KC902233),
Acanthella cavernosa (KC902194), Phakellia
ventilabrum (KC901915) tong cing ho
Dictyonellidae, didu ndy cho thy, doan rDNA
18S nghién ciru ¢ d§ bao thu cao gita cdc
gibng thugc ho nay Cic lodi thuéc gidng
Hyrtios ¢6 8 diém sai khdc dic trung so vai cic
gidng  Erylus, Mycale, Biemna. Niphates,
Dictyonelia 1ai cic v tri 74, 215. 229, 281, 296,
359, 412 va 443 (hinh 2). Tuong tu. cic trinh ur
thuge gidng Biemna ¢6 7 diém san khdc dic
tnumg so vi cdc gidng cdn lai & vy tri 69, 229,
233.317. 339, 392 vi 393. Trong 6 miu nghién
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ciru, Erylus sp. (CCA48) va Dictyonella pelligera
(CC40) c6 4o ruong dong cao nhit (96,8%).
Déng théi hai miu miy cing c6 dlem sai khic
dic tnmg thip nhit so véi cdc mau con lai,
giong Erylus ¢6 5 diém & vi uf 278, 301, 302,
310 va 362; gibng Dictyonelia ¢6 2 diém & vi ui
72 va 226 (hinh 2). Trinh tu céc lodi Niphates
sp. ¢6 do tuong déng thip nhit ve trinh or
rDNA 18S so vdi céc loai thuge 5 gidng Erylus,
Mycale, Biemna, Hyrtios, Dictyonelia (88.2-

90,7%), v6i 33 diém sai khic dic trung (tai cdc
vj tri: 67, 74, 79, 104, 226, 228, 233, 248, 250,
251, 258, 263, 264, 287, 292, 296, 298, 301,
304, 313, 361, 368, 397, 399, 401 421, 422,
431, 434, 438, 469, 491 va 501) (hinh 2). Trinh
tr cdc miu thuge 4 gmng Dictyonella, Erylus,
Hyrtios va Mycale d&u xuit hién dét bién mét 2
nucleotide & vi tri 75 va 76 khi so sédnh véi
gidng Biemna (mét 2 nucleotide T) va gibng
Niphates (mét nucleotide G va T).

Corallistes sp AY737636
Neophnssospongia microstylifera KC302026

Enylus formosus KC902118

Geodirdae

Stryphnus ponderosus KC902126
Erylus sp. CC48

Rhabdastrella globosleliata KC902160
Neofibularia hartmani KC901997
Biemna fistulosa FR819688

Sigmaxnnella sp KC902208

Desmacellidae

Biemna varianta CC13
Biemna varianba KC301361
Dictyonella pelligera CC40
Diclyonella pelligera GQ466057

Aunella rugosa KC902233

Dictyonellidae

Phakellia ventilabrum KC901915

L Topsentia sp KC902339
Mycale laevis CC12
Mycale laewis HQ709350
Mycale alagoana KC902177.

Thoredtidae sp. KC902294
A‘ Hyrtios erectus CC34
Hyrhos erectus KC902209

KC9802194

} Mycalidae

J» Thorectidae

Niphates df erecta KC302280
Niphates sp. CC46

- Acanthostrangylophora ingens DQ927318
- Pefrosia sp. DQ927320
- Niphates sp. DQ927312

L

T T 1
4 2
Nucleotde Substitutions (x100)

57

Niphatidae

Hinh 3. Cay phét sinh lodi dya vao céc trinh tr doan rDNA 18S
phén 13p tir c4c mau hai mién nghién cdu va trinh tr tuong img
tham khéo trén Genbank (1én loai va ma sé trinh ty kém theo)

Dya trén dic diém hinh théi, miu CCd6
dugc xdc dinh thuée gidng Niphates v miu
CC48 thugc gidng Erylus (bang 1), ty nhién,
két qua phén tich trinh ty tDNA chi thj 18§ &
day cho thiy trinh v mau CC46 c6 45 tuong
dong rét cao (99,3%) vai trinh tu frong tmg clha
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Ioal Niphates cf. erecta (KC902280), twong
miu CC48 gidng t61 99.6% véi trinh ty thuge
loai Erylusformosus (KC902209). Day ciing A
mét co s& dé tiép ruc phén tich va xéc dinh tén
khoa hoc ciia hai miu CC46 va CC48.



Nghién ciru irinh e doan DNA chi thy

Nghién ciru sy phét smh chang loai cua cdc
méu hai mién da duqc tién hanh dya trén trinh
tw rDNA 18S ciia 6 mau hai mién nghién ciru va
céc trinh vy mong img di cdng bo én Ngan
bang Gen qubc & (bang 3). Theo so 44 cay phét
sinh 10i (hinh 3) cé thé nhin thiy cdc rinh oy
phan tich dugc nhém thinh 6 nhénh riéng biét
wong img v6i 6 ho theo dic diém hinh théi.
Mai nhénh chira mét miu hai mién nghién ciu
nhinh 1: ho Geodiidae (Erylus sp. CC48),
phénh 2: hg Desmacellidae (Biemna variantia
CC13), nhdnh 3: ho Dictyonellidae (Dictyonella
pelligera CC40), nhanh 4: ho Mycalidae
(Mycale laevis CC12), nhdnh 5: ho Thorectidae
(Hyrtios erectus CC34) va nhdnh 6: ho
Niphatidae ~ (Niphates sp. CC46). Ho
Desmacellidae  vd Mycalidae thuge  bd
Poecilosclerida, tuy nhién theo so db cdy phat
sinh ching loai, hg Desmacellidae c6 khodng
céch di truyén kh4 xa véi Mycalidae va lai c6 vi
tf gan hon va4i he Geodiidae thugc bd
Astrophorida. Ho Niphatidae thudc phin 16p
Ceractinomorpha  cing  v4i  bén  ho
Desmacellidae, Dictyonellidae, Mycalidae va
Thorectidac. Mic dii vdy, phan tich phét sinh
chung logi dya vao trinh tu rDNA 188 cho thiy
ho Niphatidae nim riéng biét & nhdnh cubdi cling
v ¢6 khodng céch di truyén cdch xa véi ca 5
nhénh con lai (hinh 3). Két qua phién tich phét
sinh ching loai dwa vao trinh wr rDNA 185
trong nghién ciu nay phan dnh sy bao thi &
mitc dé ho trong hé théng phan loai. Tuy nhién,
dé c6 thé im hicu sdu hon cdn nghién ciru thém
cdc DNA chi thi khic ching han nhu rDNA 28S
hodc DNA ty thé dé phian tich ching loai ciia
cdc mau hai mién.

KET LUAN

C4c doan DNA chi thi c6 kich thuge 559-
561 bp trén gen ribosome DNA 18S da dugc
phin 1ap thanh céng tir 6 méu hal mién thu thap
& khu bio tdn bién Pao Cén Co tinh Quang Tri.
Phin uch trinh ty DNA chi thj trén di cho (héy
c4c mau hai mién nghién ciu déu c6 d tuong
dong cao vai cdc lodi tuong umg da cong bé trén
GenBank, khang dinh trinh ty doan DNA
nghién ciru ¢6 thé duge su dung lam chi thi
phin tr dé ddnh gid da dang di truyén va gop
phin dinh loai loai hai mién bang sinh hoc phan

m Diy ciing 1a cong trinh diu tién nghlén ciu
vé céc loai hii mién i bao Con Co, két qua
cho l.hay hai mién & khu bién dio Con Co da
dang vé thanh phin loai vA bac én loai mic du
méi duge khio sdt so b tai 3 diém nghién ctru
quanh dio.

Léi edm on: Nghién ciru dugc thyc hién bing
kinh phf cita D& @i cp Vién Han 1am Khoa hoc
va Cong nghé¢ Viét Nam: “Nghién ctru da dang
sinh hoc va cdc chat ¢6 hoat tinh sinh hoc cia
hai mién (Porifera) tai ddo Cén C9, tinh Quang
Tri", mi s6 VAST06.06/12-13. Nhém nghién
clru trin trong cam on TS. Bam Puc Tien va
nhimg nguoi khdc, Vién Tai nguyén va M@i
truong bién, Vién HAn 14m KH & CN Viét Nam
da ho trg thu thap miu hai mién va cung cip
mét s6 2i liéu tham khio.
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MOLECULAR MARKERS BASED ON 18S RIBOSOME GENE FRAGMENTS
OF SPONGES (Porifera: Demospongiae) COLLECTED FROM CON CO ISLAND,
QUANG TRI PROVINCE

Tran My Linh' Nguyen Chi Mai?, Le Quang Trung?, Vu Huong Giang’, Le Quynh Lien',
Le Thanh Long?, Phan Minh Tuan’, Nguyen Tuong Van®, Ninh Khac Ban'

'Instirute of Marine Biochemistry, VAST
*Centre for High Technology Development, VAST
*Institute of Biotechnology, VAST

SUMMARY

Sponge diversity in Vietnam has not been evaluated at all levels from phylogenetics, species. and
populauons to ecosystems. In the present study, the polymorphism of 18S rDNA fragment sequences revealed
ic variation of 6 samples (Biemna variantia, Niphates sp., Erylus sp., Mycale laevis,
Dictyonella pelligera and Hyrtios ereclus) collected from Con Co island, Quang Tri province, Vietnam. High
homology of DNA sequence between cach studied samples and referred specnes in Genbank mfcrred s
samples to be six different taxa as previously identified based on istics, pi g a
potential utility of the DNA sequence for identfication of sponges in Vietnam. So far, this study is the ﬁm
molecular data of sponges collected from Vietnam seas. The obtained results also contribute to our better
understanding of the sponge diversity in Con Co island.

Keywords Ponifera, Demospongiae. 18§ nbosome DNA fragments, molecular markers, sponges, Con Co
island.
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