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TRINH TU GEN MATK
CUA LOAI SAO HON GAI (Hopea hongayensis) O VIET NAM

NGUYEN TH] PHUONG TRANG

Vi¢n Sinh thdi va Tai nguyén sinh v,

Vign Hom {dm Khoa hoc va Cong nghé Viét Nam
TA THINHUNG, HA MINH TAM

Trmmg Bat hoc S:rpham Ha Ngi 2

NGUYEN VAN THANH

Vuon Quéc gia Bdi T Long

Sao hon gai (Hopea hurrgayens:: Tardleu) thuge chi Sao, ho Dau 1 loi dc hitu nén c6 gia
trj vé mat khoa hoc, chung con ¢ gid tri kinh t&, y hoc do ¢6 g& (ot va dung lam Lhuoc Tuy
nhién, hién nay loai nay dang duny% truge nguy co tuyét ching do mire df suy glam noi song va
viéc khai thic qué mdc, da duoc xep vao thir hang cuc ky nguy cip (IUCN, 2012). Mac di vdy,
cho dén nay chura e bit ky cong trinh nio nghidn céu rigng vé lodi ndy & Viét Nam.

Trung béo ¢do nay chﬁng toi tién hanh gi&i ma va phin tich trinh ty gen MatK cia loai Sao
hén gai ahim bd sung co so dit liéu di truyén va xac dinh méi quan hs d1 truyén ctia loai Sao
hon gai vai mdt so lodi ho Diu khic trén thé gidi.

E. PHUONG PHAP NGHIEN CUU

Mau nghién clru 12 14 va vo cly lodi Szo hon gai thu tai dio Ba Min, Vudn Quic gia Bai
Tir Long, tinh Quéng N inh

Tdch DNA long sé: MAu duac nghlen trong nito long (—196°C) thanh dang bat min, 14y
100mg bt min dé tich DNA tnng, 6 bing Dneasy plant mini kit (ngen Buc).

Mot doan gen MatK c6 chidu dai khoang 900bp duoe nhin ban bing kg thuat PCR sir dung
cip mdi dic hiéu MatK-F: 5"-CGA TCT ATT CAT TCA ATA TTT C-3 va MatK-R: 5'- TCT
AGC ACA CGA AAG TCG AAG T-3". Thanh phan hén hcp PCR tiéu chufn, c6 bb surig BSA.
Chu trinh nhiét cia PCR: 96°C 2 phat; 35 chu ki gbm: 96°C 30 giay, 56°C 25 gidy, 72°C 40
gidy; 72°C 5 phut. Sar phdm PCR dugc disn di kiém tra trén gel Agarose 1% va tinh sach bang
Qiaquyck gel extraction kit (Qiagen, Dirc). Giai trinh tu tryc tiep san phém PCR sir dung méi
MatK-F va bj hoa chit BigDye terminator cycler v3.1, doc két qua trén hé théng ABI 3100
Avant Genetic Analyzer (Applled Biosystems, M¥).

: Sit dyng cde phén mém Clustal¥ va Mega 5.01 dé phan tich trinh tu thu duoe va so sanh
véi mét sd trinh ty twong ddng cua mét s& loai cling chi Hopea, trinh tu chia lodi Diptercocarpus
cornutus duge st dung 1am lodi tham chiéu ngoai nhom (bang 2).

Bang 1
Danh sdch cde trinh ty twong d(‘)ng caa cic lodi dugc so sanh voi Hopea hongayensis
TT Tén khoa hgc M3 higu Genbank
1 H. odorata AB006385.1
2 | H.nervosa T | T AB00s384.1
3 H. wightiana . AB246461.1
4 H. helfen AB246457 1
5 H. jucunda AB246460.1
6 H. latifofia AB246456 1
7 H. subaiata AB246455 1
| 8 Dipterocarpus comutus AB246472.1
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I1. KET QUA NGHIEN CUU

P2 nhin ban thanh cong trinh tu gen dich bang ky thudt PCR. Két qua glal trinh tyr sir
pham PCR duge thé hién & hinh 1. Trinh by nulecotide ctia san phim PCR droc a6 chidu kidr
tra bang chuong trinh tim kiém trinh tr tuong ddng (BLAST) xéc nhin san pham PCR & m{
doan gen dich thude gen MatK lyue lap cuia cdc loai ho Déu.

L, 20 Dot el 2 ool » (3 £ . i)

Hinh 1. Hinh dnh séc kp d6 dién di trink ti gen MatX lodi Sao hon gat

Trinh tir nucleotide gen MatK cia loai Sao hon gai va trinh ty tuang déng cia 7 lodi khac
thudc chi Hopea trén thé gigi da diroc so sanh vi phan tich mdi quan h¢ di truyen (trinh
tuong dbng clia loai Dipterocarpus cornutus duoc st dung lam tham chiéu ngoai nhém). Bang 2
frinh bay ty 16 bién dd1 tién héa trinh 1 khi so sénh trinh ty ciia loai Sao hén gai voi céc trinh tyf
tuong dong cuiz 8 foai tham khao theo mé hinh Maximum Likehood (cic vi tri chira khoang
tréng hay thiéu dif lidu déu da bj loai bd).
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Badng 2
Ty 18 bién dbi tiée héa trinh tw giira 9 loai so sanh
H. H. H. H. D. H. H. H.
Jucunda | [atifolia | nervosa | subalata | cornutus | wightiana| helferi | odorata
H. jucunda
H. latifolia 0,006
H. nervosa 0,004 0,004
H. subafata 0.006 0,006 0,004
D. comutus 0,037 0.037 0,035 0,037
H wightiana 0,007 0,007 0,008 0,007 0,035
H. helferi 0,607 0,007 0.008 0,006 0,035 0,008
H. odarata 0,066 0,006 0,004 0,006 0,034 0,004 0,004
H. hongayensis| 0,006 0,006 0,004 0,006 0,034 0,004 0,004 0,003

Keét qua phan tich sur khic biét vé tién héa gita 9 10ai so sanh duge ding dé xdy dung nén
cdy phat sinh ching loai ciia 9 loai (hinh 3).

H.latifolia-AB246456.1

_—

6.008

Dipteracarpus

Hinh 3.Cdy phdt sinh ching logi Maximum Likelihood (logl = -3452.17)

——H nerosa-AB006384 1
H jucunda-AB246460.1
L H.subalata-AB246455.1
H helferi-AB236457.1
H.adarata-AB006385 1

H wightiana-AB246461.1
L H.hongayensis-BM-QN

Két qua phan tich cho thiy, trong 7 lo&i thude chi Hopeu dugc so sanh thi loai Sao hon
gai cia Vigt Nam ¢ cling nhanh tién héa voi loai H. wightiana ¢6 ngudn gée tir An Do va
lodi Sac den (H. odorata) c6 phin bd & ca An D§, Bangladesh Lao, Campuchia, Myanmar,
Malaysxa va Viét Nam, trong dé khoang cich di truyen gitta H. odorata va H. hongayensis
14 gin gi hom véi chi sé khodng cich di truyén 1a 0,003, didu nay 13 phir hop bai
H ndvra!a va H. hongayensis déu c6 phén bd & Viét Nam. Ngodi ra 3 loai nay déuco Chung

ngudn gdc tién hoa véi loai Sao xanh (H. helferi), ciing 12 loai ¢é phan b6 réng & khip céc
nuéc Béng Nam A.
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I11. KET LUAN

Trinh tu | doan gen MatK dii 900 nucleotide ciia loai Sao hon gai dac hir cua Viét Nam
da duge gidi ma, co lhe dua vao co so dif li€u cic loai cdy quy cua Viét Nam, dé nhén biét va so
sanh v&i cac lodi khac trén thé gidri, vi vimg gen MatK duge diing pho bién nhét trong phan loai
va DNA barcoding.

Két qua phin tich méi quan hg tién héa cia loai Sao hon gai voi 7 lodi Khic thube chi
Hopea cho thdy loai Sao hon gai ciia Viét Nam o6 quan hé ghn giii voi [odi Sao den va cing
nhanh tién héa voi lodi H. wightiana dic hitu cta An D§, 3 lodi niy déu cé chung g tién héa
xudt phat tir loai Sao xanh {H helferi).

Lai cdm on: Nghién citu dege thiee hign vcn su W tro ciia dé tai danh cho cdn bo Iré ciia
Vign Sinh thdi va Tai nguyén sinh vét (ma sé IEBR CBT.TS04/2013) v Quy Bao 10n Thién
nhién NEF (Nagao-Natural Envivonment Foundation).
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THE MATK NUCLEOTIDE SEQUENCE
OF Hopea hongayensis, Tardieu IN VIET NAM

NGUYEN THI PHUONG TRANG, TA TH! NHUNG,
HA MINH TAM, NGUYEN VAN THANH

SUMMARY

Hopea hengayensis belongs to Hopea genus, Dipterccarpaceae family, was found in Quang Ninh
province (Vietnam) by Tardieu Mane Laure (1902-1998), a French botanist and then named as Hopéa
hongayensis Tardieu. This is a valuable species for sciences {endemic species), for econemic (fine wood)
and for medicine (use as medical). However, this species is currently facing an extrerely high risk of

b of over-exploi and habitat decline. Globally, Hopea hongayensis was listed as CR
Ated +2cd C1, D under IUCN 2012 criteria. At present, there is no thoughtful research on this species in
Vietnarm.

Chicroplast MatK gene is determined to be useful for studies on classification and barcoding. In this
study, Hopea hongayensis's chioroplast MatK gene was sequenced for addition the genetic database of
rare plant of Vietnam and analysis of genetic relati b Hopea hor is with other
dipterocarps species in the world.
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