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TOM TAT: Rat it cong trinh nghien ciiu ve hai miSn a viing bien Viet Nam lien quan toi thanh 
phan loai, phan bo va tiem nang sii dung, dac biet, chua co nghien ciru nao d muc do sinh hgc phSn 
tiir. Cac chi thi phan tu nhu gen ribosome 18S va 28S da dugc lira chon de phan tich su phat sinh 
chung loai, phan loai va da dang sinh hoc cua hai mien. Trong nghien cuu nay. doan DNA kfch 
thudc 559-561 bp Uen gen ribosome 18S duoc phan lap tir 6 mau hai mien Biemna variantia, 
Niphales sp., Erylus sp., Mycale laevis, Dictyonetla pelligera va Hyrlios ereclus thu thap tai khu 
bao t6n bien Dao Con Co. Ket qua phan tich trinh tu nucleotide ciia cac doan rDNA 18S cho thay 6 
mlu hai miSn cd do tuong dong tir 88.2-96,8% va tit 99,3-i(X)% giua mlu hai mien vdi trinh tu 
thupc loai tuong img da dang ky tren Ngan hang Gen quoc te, dong thdi the hien su da hinh 
nucleotide giiia cac loai nghign cuu vdi 96 diem sai khac. 
Tir khoa: Hai mien, chi thi phan tit, rDNA 18S. dao C6n Co. 

MODAU 

Nganh ddng vat Than Id (Porifera), hay 
thudng gpi la hai mign. Id mdt trong nhimg loai 
dpng vat bien cd sit da dang cao [12]. Hai mien 
ciing la nhdm sinh vat bien rat cd gia trj do chira 
nhieu hgp chat mdi mang cdc hoat tinh sinh hgc 
lifin quan tdi y-dupc nhu hoat tfnh khdng sinh, 
irc chS than kmh hay mien dich, gidm dau, 
khdng u vd khang virus [4]. Van et al. (2013) 
[12] da ghi nhan khodng han 8.400 lodi hai 
mien, chia thanh 4 Idp, trong do, ldp 
Demospongiae (Sollas, 1885) Id ldp da dang 
nhdt, chiSm tdi 80% sd Ioai hdi mien dupc biet 
cho tdi nay. 

Phdn ldn he thdng phan loai hai mien dupc 
xdy dung dira vao ddc diem hinh thdi bd khung 
skeleton tren co sd cac cdng trinh dupc xuat ban 
tit nhimg thi ky trudc [6]. Tuy nhien, do hai 
mien c6 cdu tnic dan gian nhung rdt da dang, 
thdm chi mpt loai cd the cd nhieu dang hinh thai 
ttiy tiieo mdi trudng song, vi vay. viec dinh loai 
theo hinh tiidi vdn gap nhieu kho khan. Gan day, 
cdc nhd khoa hgc da ket hpp cdc dac diem sinh 
hpc khdc vdo he thong phan loai hdi mien nhu 
d^c diim sinh hpc phan tu. hda sinh... trong do, 

cdc chi thi sinh hpc phan tit (DNA markers) dd 
dugc su dung d cdc muc dp khdc nhau de tim 
hieu qud trinh phat sinh chiing loai, nghien cihi 
moi quan he trong va giira cac loai. Chi thj phan 
tit da cd nhieu dong gdp quan trpng trong viet; 
phdt hien nhimg loai mdi, loai kho phan biet ve 
hinh thdi ciing nhu ldm sang td mdi quan he 
chiing loai ciia hai mien [11]. Nhin chung, co ba 
nh6m chi thi phan tit nhu sau: i) trinh tu trSn 
ribosome DNA: 18S. 28S, viing noi thii nhat va 
thit hai: TTS-I vd lTS-2 (intemal transcribed 
spacer) giira cac gen I8S; 5,8 S yd 28S rRNA; 
li) trinh tu DNA ty the gdm gen COI 
(cytochrome oxidase subunit I) vd toan bd he 
gen ti the va iii) trinh tu cdc gen giir nha 
(nuclear housekeeping genes) [8, 9], 

Nhimg nghien ciru ve hai mien d bien Viet 
Nam cdn rat ft. Cho den nay, chi co mot so cdng 
trinh mo ta ve thanh phdn loai hai mien khao sdt 
tai khu vuc bien, dao thupc vinh Ha Long va 
vinh Nha Trang [1-3] Hooper et al. (2000) [5] 
da xac dinh co khoang 161 ioai hai mien d bd 
bien cua Viet Nam, trong do. cd 106 loai duoc 
xdc dinh ten khoa hoc d muc dp loai. Dua tren 
CO sd cdc tai lieu da cong bd tir nam 1952 den 
nay. Thai Minh Quang (2013) [7] da tiidng ke 
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tdng cdng 299 loai hai mien thudc 124 gidng, 
65 hp, 18 bg va 4 ldp dugc ghi nhan co mat tai 
Viet Nam, chu yeu khao sat d khu viic bien vinh 
Ha Long va vinh Nha Trang. Ldp 
Demospongiae chiem 94% vdi 281 loai thugc 
46 hp, 12 bd, trong do 181 loai dugc dinh ten 
khoa hgc d mirc dp loai [7]. 

Viing bien xung quanh Dao Cdn Cd (tinh 
Qudng Tri), vdi he sinh thai dien hinh cua vdng 
bien nhiet ddi vdi cac ran san hd dugc danh gia 
la mdt trong nhdng viing cd miic dp da sinh hpc 
cao cua Viet Nam. Trong nghien cuu nay, 6 loai 
hai mien phan tich da dugc thu thap d khu vuc 
bien Dao Con Cd, xac dinh thupc 6 gidng (hp), 
5 bd vd deu thudc ldp Demospongiae. Doan 
DNA tren gen ribosome I8S (rDNAISS) cua 6 
mdu hai mien dugc phan lap, xdc dinh trinh tu 
nucleotide va so sdnh miic dp da hinh. Day cung 
Id nghien cuu ddu tien ve sinh hgc phan tu ddi 
vdi hai mien tai khu vuc bien dao Con Co vd d 
Viet Nam. Ket qua nghien cihi gdp phan danh 

gia da dang sinh hpc hai mien tai khu bien Dao 
Cdn Cd vd tao co sd de dinh loai hai mifin bang 
chi thi phdn tu tai Viet Nam. 

VAT LIEU VA PHlTCfNG PHAP NGHIEN CUtJ 

Mau hai mien nghien cihi 

Cdc mau hai mien dugc thu thap su dung he 
thiet bi lan SCUBA d dp sau hi 5-8 m vdo thang 
5/2012 tai khu bdo tdn biin Ddo Cdn Cd, tinh 
Quang Tri. Cac mau nghien ciru dugc cdc 
chuyen gia thupc Vien Tai nguyen va Mdi 
trudng bien, Vien Hdi duong hpc Nha Trang, 
Vien Han lam Khoa hpc va Cdng nghe Vifit Nam 
xdc dinh ten khoa hpc dira vdo phdn tich hinh 
thai; cac tifiu ban dugc luu giii tai Vien Hda sinh 
bien, Vien Han ldm KH & CN Viet Nam. Danh 
sdch cdc mau nghien cuu va tpa do nai khao sdt 
thu man dupc hfit kfi d bdng 1. Cdc mau dupc rira 
sach vdi nudc cat vd bao quan trong dd lanh tren 
tau, sau do bao quan lau ddi d -80°C. 

Bdng 1. Danh sdch mau hai mien nghien ciiu vd tpa dp thu mau 

STT Tpa dp thu mau Tfin va ky hi$u mau 
17°09'07"N-107°19'35"E 
17°09'29"N-107°20'53"E 

I7°09'04"N-I07°20'39"E 

Mycale laevis (CCI2), Erylus formolus (CC48) 
Biemna sp.(CCl3) 
Hyrlios erelus (CC34), Niphales sp. (CC46), 
Diclyonella pelligera (CC40) 

Phirong phap tach chifit DNA 

Phuang phdp tdch chiet DNA dupc tiin 
hanh theo Tran et al. (2013) [10]. Chdt lupng 
DNA tong sd dugc kifim tra bdng dien di tien 
gel agarose 0,8%. 

Phuong phap nhan ban doan DNA dich va 
xac dinh trinh tur DNA 

Nhan ban vung DNA dfch trfin 18S rDNA 
bdng ky thuat PCR vdi cap moi thiit kfi tren ca 
sd trinh tu 18S rDNA cua cac loai nghien ciiu 
dd dupc dang ky tren ngan hang Gen qu6c ti. 
Thanh phan phan ung PCR nhu sau: 2 pi (ca. 
10-20 ng) DNA tong s6; 2,5 mM MgCU, 1 mM 
dNTPs, 10 pmol mdi moi loai vd 1 Unit Taq 
DNA polymerase, tdng thi tich 25 pi. Chu ky 
nhiet: 94°C/3 phiit; 30 chu 1^ (94''C/30 giay, 
55°C/30 giay vd 72°C/1 phiit); 72°C/8 phiit. Sin 
pham PCR dugc dien di kiim tra tien gel 

agarose 1,5%, tinh sach sit dung QIAquick PCR 
Purification Kit (Qiagen, CHLB Diic) vd dugc 
xac dinh tnnh tu hai chifiu xudi/ngugc 
(Macrogen Inc., Hdn Qudc). 
Phan tich trinh tir 

Cac trinh tu doan DNA nghifin ciiu dupc 
phan tich va so sdnh vdi cdc trinh tu rDNA 18S 
cua hai mifin dd cdng bd trfin ngdn hdng gen 
qudc te (GenBank) bang cdng cu BLAST, xdc 
dinh miic dp tucmg ddng (%) bdng phdn mfim 
Lasergene 7.0 va DNAMAN 4.1.5 (Lynnon 
BioSoft, Hoa Ky). 

KET QUA VA THAO LUAN 

Phan lap va xac dmh trinh ty doan DNA tren 
gen nbosome 18S ciia cac mSu hai mien 
nghien cihi 

Dua vdo CO sd dii lieu ve trinh tu nucleotide 
trfin GenBank, cap mii I8S-F (5'-GGCAGC 
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AGGCGCGCAAATTAC-3')/I8S-R (5'-AACT 
TTCGTTCTTGATTAAT G-3') da dugc tiiifit 
ki ddc hi?u de nhan ban doan DNA cd kfch 
thudc khoang 560 bp trfin gen ribosome 18S d 
hai mien. Kit qua kifim tra san phdm PCR cho 
thay, cdc bang DNA deu cd dp dac hieu va cd 
kfch thudc khoang han 500 bp, tuong tu nhu 
tinh todn ly thuyfit (hinh 1). Nhu vay, cac doan 
DNA dich tren gen ribosome 18S cua 6 mdu hdi 
mien da dupc nhdn ban thdnh cdng. Sau khi tinh 
sach vd xdc dinh trinh tu nucleotide, cdc doan 
DNA nhdn ban cd kfch thudc 559 bp hodc 561 
bp vd cd dp tuong ddng tir 88,2% din 96,8% 
(bdng 2). 

Hinh 1. Ket qua dien di san phdm nhan bdn doan 
rDNA 18S tir cac mau hdi mien nghifin ciiu 

Bdng 2. Mirc do tuong ddng (%) giira tnnh tu nucleotide cua cdc doan rDNA 18S phan lap tir 6 
mau hdi mien nghien ciiu va cdc tnnh tu tham khao tuong iing 

Tnnh 
tu 
1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 

1 

96,2 
96,2 
95,7 
96,1 
92,5 
92,5 
93,2 
93,6 
88,9 
88,2 

2 

99,8 

9601 
96,1 
95,5 
95,9 
92,3 
92,3 
93,0 
93,4 

88,9 
88,2 

3 

96,8 
96,6 
93,6 
93,6 
95,3 
95,7 
90,0 
89,3 

4 

100 

96,8 1 
96,6 
93,6 
93,6 
95,3 
95,7 
90,0 
89,3 

5 

91,6 
91,6 
93,9 
94,3 
89,8 
89,1 

6 

99,6 

9l!9 | 
91,9 
93,9 
94,3 
89,8 
89,1 

7 

93,4 
93,4 
90,7 
90,0 

8 

100 

93,4 
93,4 
90,7 
90,0 

9 

89,3 
88.6 

10 1, 12 

99,6 

. ' . 

Ghi chii: I. Biemna variantia C13; 2. Biemna variantia KC901961; 3. Dictyonella pelligera CC40; 
4. Dictyonella pelligera GQ466057; 5. Erylus sp, CC48; 6. Erylus formosus KC902118; 7. Hyrlios 
ereclus CC34; 8. Hyrlios erectus KC902209; 9. Mycale laevis CCI2; 10. Mycale laevis HQ709350; 
11. Niphales cf erecta KC902280; 12. Niphales sp. CC46. 

Phan tich trinh ty doan DNA nghien cihi va 
c6c trinh ty ttiang irng tren Ngan hang Gen 
quSc tl (GenBank) 

Phdn tich trinh tu nucleotide ciia doan 
rDNA I8S phan lap tir cac Ioai hai mien 
nghifin ciiu cho thdy cac trinh nr cd dp tuong 
dong cao vdi trinh tu tuong img ciia cdc lodi 
hai mien da dupc cdng bd tren Genbank (99,3-

100%). dieu nay khdng dinh su phii hop 
giira phan tfch hinh thdi va phan tfch chi thj 
phan tli la trinh tu DNA tren gen ribosome 18S 
(bang 2). Tong cpng cd 96 difim da hinh giira 6 
giong Erylus, Hyrlios, Mycale, Biemna, 
Niphales vd Dictyonella, trong dd, co 2 dot 
biin them hoac bdt nucleotide vd 94 dot bicn 
thay thi (hinh 2). 
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Hinh 2. Kfit qud phan tfch da hinh trinh tu nucleotide ciia cdc doan rDNA 188 
phdn lap tu cdc mau hai mien nghien ciiu vdi trinh ty tuong iing 

cdng bo tren GenBank (ten lodi vd ma so trinh tu kem theo) 



Nghien cuu tnnh ttr doan DNA chi thi 

Bang 3. Danh sdch cdc ninh tu tham khao tr&i ngan hang GenBank 

Ten loai Ma sd trfin GenBank 
1 Acanthella cavernosa 
2 Acanthostrongylophora ingens 
3 Axinella rugosa 
4 Biemna fistulosa 
5 Biemna variantia 
6 Corallistes sp. 
7 Dictyonella pelligera 
8 Erylus formosus 
9 Hyrlios erectus 
10 Mycale alagoana 
11 Mycale laevis 
12 Neojjbularia hartmani 
13 Neophrissospongia microstylifera 
14 Niphales cf erecta 
15 Niphales sp. 
16 Pelrosia sp. 
17 Phakellia venlilabrum 
18 Rhabdaslrella globoslellata 
19 Sigmaxinella sp. 
20 Stryphnus ponderosus 
21 Thorectidae sp. 
22 Topsentia sp. 

KC902194 
DQ927318 
KC902233 
FR819688 
KC90I961 
AY737636 
GQ466057 
KC902118 
KC902209 
KC902177 
HQ709350 
KC901997 
KC902026 
KC902280 
DQ927312 
DQ927320 
KC901915 
KC902160 
KC902208 
KC902126 
KC902294 
KC902339 

Doi vdi gidng Mycale, da hinh trinh tu ciia 
doan rDNA 18S tu cdc loai dd cdng bi thupc 
gidng nay dupc phan dnh d cac diem sai khac 
dac tnmg d mirc dp gidng vd miic dp loai khi so 
sanh trinh tu rDNA 18S phan lap dupc tir mdu 
Mycale laevis (CCl2) vdi 34 trinh ty tuang iing 
phan lap tir cdc lodi thudc giong Mycale 
(Genbank). Doan trinh tu rDNA 18S phan lap 
tir mau Mycale laevis (CC12) vd trinh ty tuong 
ling d loai Mycale alagoana cd sai khdc d vi tri 
nucleotide 103 (T-C) so vdi cdc lodi khdc trong 
giong Mycale va cac giong khdc, Tnnh tu ciia 
gidng Mycale cd 7 difim sai khdc dac trung so 
vdi cdc gidng Erylus, Hyrlios, Biemna, 
Niphales, Dictyonella tai cdc vi tri 232, 249. 
280, 407, 408, 422 vd 511 (hmh 2). Xet vk dg 
tuang dong trinh hr nucleotide, mau Mycale 
laevis (CCl2) gdn giii nhat vdi loai Mycale 
laevis HQ709350, vdi 2 difim dot biin thay thi 
t?i cdc vi tri 272 (T-C) vd 365 (T-C), trong dd 
dgt biin thay thi d vi trf 272 tuong tu d 
Mycale sp. (KC762712), vi tri 365 tucmg tu d 
giong Hyrlios vd gidng Niphales. Ngodi cac 
diem da hinh ddc tnmg theo timg gidng va lodi. 

cac diem dot bien khdc xuat hien d trinh ty cua 
cdc mau phan lap dugc cho thdy co sy da dang 
sinh hpc ciia lodi hai mifin theo vimg dia ly phdn 
bd. Loai Hyrlios ereclus (CC34) cd tnnh ty gen 
18S phan lap dupc tuong ddng 100% so vdi cdc 
loai Hyrlios ereclus (KC902209), Hyrtios alius 
(KC902007), Fasciospongia sp. (KC901964) va 
Thorectidae sp. (KC902294) trong ciing hp 
Thorectidae. Tuong ty, trinh ty phan lap tir lodi 
Dictyonella pelligera (CC40) tuong ddng 100% 
so vdi cdc loai Dictyonella pelligera 
(GQ466057), Axinella rugosa (KC902233), 
Acanthella cavernosa (KC902I94), Phakellia 
venlilabrum (KC901915) trong cimg hp 
Dictyonellidae, dieu nay cho thay, doan rDNA 
I8S nghien cihi co dp bao thu cao giiia cdc 
gidng thupc hp ndy Cdc lodi thudc gidng 
Hyrlios cd 8 diem sai khdc dac tnmg so vdi cac 
giong Erylus. Mycale, Biemna. Niphales. 
Dictyonella tai cdc vj m'74, 215. 229, 281, 296. 
359, 412 vd 443 (hinh 2). Tuong tu, cac trinh tu 
thupc gidng Biemna co 7 diem sai khdc ddc 
trung so vdi cac gidng con lai d vi tri 69, 229. 
233. 317, 339, 392 va 393. Trong 6 mlu nghien 
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ciiu, Erylus sp. (CC48) vd Dictyonella pelligera 
(CC40) cd dp tuang ddng cao nhat (96,8%). 
Dong thdi hai mau nay ciing cd difim sai khdc 
ddc tnmg thap nhdt so vdi cdc mdu cdn lai, 
gidng Erylus cd 5 diem d vi tri 278, 301, 302, 
310 vd 362; gidng Dictyonella cd 2 difim d vi tri 
72 va 226 (hinh 2). Trinh ty cac ioai Niphales 
sp. cd dp tuong ddng thap nhat vfi ttinh ty 
rDNA 18S so vdi cdc loai thupc 5 gidng Erylus, 
Mycale, Biemna, Hyrtios, Dictyonella (88,2-

90,7%), vdi 33 difim sai khdc dac trung (tai cac 
vi til': 67, 74, 79, 104, 226, 228, 233, 248, 250, 
251, 258, 263, 264, 287, 292, 296, 298, 301, 
304, 313, 361, 368, 397, 399, 401 421, 422. 
431, 434, 438, 469, 491 va 501) (hmh 2). Trinh 
tu cac mau thupc 4 gidng Dictyonella, Erylus, 
Hyrtios va Mycale deu xuat hien dot bifin mdt 2 
nucleotide d vi tri 75 va 76 khi so sdnh vdi 
gidng Biemna (mat 2 nucleotide T) vd giing 
Niphales (mat nucleotide G vd T). 

Corallistes sp AY737636 
Neophnssospongia microstylifera KC902026 

Erylus formosus KC902118 

Stryphnus ponderosus KC902126 
Etylus sp. CC48 

Rhabdaslrella globoslellata KCgO2160 

Neofibularia hartmani KC901997 
Biemna fistulosa FR819688 

Sigmaxinella sp KC902203 
r Biemna variantia CC13 
'- Biemna varianta KC901961 

Dictyonella pelligera CC40 
Dictyonella pelligera GQ465057 

Axinella rugosa KC902233 

Phakellia venhlabrum KC901915 

Acanthella cavemosaKC902194 
' - Topsentia sp. KC902339 

£ Mycale laevis CC12 
Mycale laevis HQ709350 
Mycale alagoana KC902177. 

I Thorecddae sp. KC902294 
•I Hyrtios erectus CC34 
' Hyrtios etectus KC902209 

J — Niphates cf eteda KC902^0 
p P — Niphates sp. CC46 

J L — Acanthostrongylophora mgensDQ927318 

j ' Petrosiasp,DQ927320 

Niphates sp,DQ927312 

Dictyonellidae 

Mycalidae 

Thorectidae 

Niphatidae 

Nucleotide Subsfflutions (x100) 

Hinh 3. Cay phdt sinh lodi dya vdo cdc trinh ty doan rDNA I8S 
phan lap tii cdc mdu hdi mien nghien ciiu va trinh tu tuang ung 
tham khao tren Genbank (ten lodi vd ma so Mnh tu kem theo) 

Dya tren dac difim hinh tiidi, mau CC46 
dupc xac dinh thupc giing Niphales vd mdu 
CC48 thudc gidng Erylus (bang 1), tuy nhien, 
kit qua phdn tich trinh ty rDNA chi thi 18S d 
ddy chp thiy trinh tu mlu CC46 cd dp tuong 
ding rdt cao (99,3%) vdi trinh tu hrong ling cua 

Ioai Niphates cf erecta (KC902280), tirang tu 
mau CC48 giing tdi 99,6% vdi tiinh ty Uiupc 
Ioai Erylus formosus (KC902209). Day ciing Id 
mdt CO sd dk tiip tuc phan tfch va xac dinh ten 
khoa hpc ciia hai mdu CC46 va CC48. 
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Nghien cuu trinh tir doan DNA chJ thi 

Nghien cihi sy phdt sinh chung loai cua cac 
mau hai mien da dugc tiin hdnh dua trfin trinh 
ty rDNA 18S cua 6 mdu hai mien nghiSn ciiu vd 
cac trinh tu tuang iing da cdng bd trfin Ngdn 
hdng Gen quic ti (bdng 3). Theo so dd cdy phdt 
smh lodi (hinh 3) cd thfi nhdn thdy cac trinh tu 
phan tich dugc nhdm thanh 6 nhdnh rifing biet 
tuong ling vdi 6 hg theo dac difim hinh thai. 
Mdi nhdnh chiia mpt mau hai nuen nghien ciiu 
nhanh 1: hg Geodiidae (Erylus sp. CC48), 
nhdnh 2: hp Desmacellidae (Biemna variantia 
CC13), nhdnh 3: hg Dictyoneltidae (Dictyonetla 
peltigera CC40), nhdnh 4: hp Mycalidae 
(Mycale laevis CC12), nhdnh 5: hp Thorectidae 
(Hyrtios erectus CC34) vd nhdnh 6: hg 
Niphatidae (Niphates sp. CC46). Hp 
Desmacellidae va Mycalidae thupc bd 
Poecilosclerida, tuy nhifin theo so dd cay phdt 
sinh chiing loai, hp Desmacellidae co khoang 
cdch di truyen khd xa vdi Mycalidae vd lai cd vi 
tn gan hon vdi hp Geodiidae thudc bp 
Astrophorida. Hg Niphatidae thudc phdn Idp 
Ceractinomorpha cung vdi bon hp 
DesmaceUidae, Dictyonellidae, MycaHdae va 
Thorectidae. Mac dii vay, phan tich phdt sinh 
chung Ioai dya vao tnnh ty rDNA 18S cho thdy 
hp Niphatidae ndm rieng biet d nhdnh cudi cimg 
vd cd khoang cdch di tmyfin cdch xa vdi cd 5 
nhdnh cdn lai (hinh 3). Ket qua phan tfch phdt 
sinh chung loai dua vao trinh ty rDNA 18S 
trong nghifin ciru ndy phan anh su bao thu d 
miic dp hp trong he thong phan Ioai. Tuy nhien, 
de c6 thfi tim hifiu sau hem can nghien ciiu them 
cdc DNA chi thi khdc chdng ban nhu rDNA 28S 
hogc DNA ty the de phdn tfch chimg loai cua 
cdc mdu hdi mien. 

KET LUAN 

Cdc doan DNA chi thj cd kich thudc 559-
561 bp tren gen ribosome DNA 18S da dupc 
phdn lap thanh cdng tir 6 man hai mifin thu thap 
d khu bdo tdn bien Dao Cdn Co tinh Qudng Tri. 
Phdn tfch trinh tu DNA chi thi tren da cho thdy 
cdc mau hdi mien nghifin ciru dfiu co dp tuang 
ddng cao vdi cdc loai tuong img da cdng bd tren 
GenBank. khdng dinh trinh ty doan DNA 
nghien ciiu cd the dupc su dung Idm chi thj 
phdn tit de ddnh gid da dang di truyen va gdp 
phan dinh loai lodi hai mien bdng sinh hpc phdn 

tu. Ddy ciing la cdng trinh ddu tifin nghifin ciiu 
ve cdc loai hdi mien tai Ddo Cdn Cd, ket qua 
cho thdy, hai mien d khu bifin ddo Cdn Co da 
dang ve thanh phan Ioai vd bdc tren Ioai mac dii 
mdi dugc khdo sdt so bp tai 3 diem nghifin ciiu 
quanh dao. 

Ldi cdm ffn: Nghien ciiu dugc thyc hifin bdng 
kinh phi cua De tai cdp Vien Han lam Khoa hpc 
va Cdng nghe Vifit Nam: "Nghien ciiu da dang 
sinh hpc vd cac chdt co boat tinh sinh hpc cua 
hai mifin (Porifera) tai ddo Cdn Co, tinh Qudng 
Tri", ma si VAST66.06/12-I3 . Nhdm nghien 
cuu tran trpng cam cm TS. Dam Diic Tien va 
nhiing ngudi khdc, Vifin Tai nguyen va Mdi 
trudng bifin, Vifin Hdn lam KH & CN Viet Nam 
da hd trp thu thap mdu hai mien vd cung cap 
mdt sd tai heu tham khdo. 
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SUMMARY 

Sponge diversity in Vietnam has not been evaluated at all levels from phylogenetics, species, and 
populations to ecosystems. In the present study, the polymorphism of 18S rDNA fragment sequences revealed 
phylogenetic variation of 6 demosponge samples (Biemna variantia, Niphates sp., Erylus sp., Mycale laevis. 
Diclyonella pelligera and Hyrtios erectus) collected from Con Co island. Quang Tri province, Vietnam. High 
homology of DNA sequence between each studied samples and referred species in Genbank inferred six 
samples to be six different taxa as previously identified based on morphological characteristics, providing a 
potential utility of the DNA sequence for identification of sponges in Vietnam. So far, this study is the first 
molecular data of sponges collected from Vietnam seas. The obtained results also contribute to our better 
understanding of the sponge diversity in Con Co island. 

Keywords Porifera, Demospongiae. 18S nbosome DNA fragments, molecular markers, sponges. Con Co 
island. 
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